INTRODUCTION
reverse transcriptase (RT) , and nef has been undertaken, and human, murine and simian epitopes have been identified DENTiFicATioN of T cell epitopes within HIV protein anti-[RT,4-9 tat,10 nef,""19 gag11,20-40 (Lieberman J, et al., Tufts gens will aid in the rational development of an HIV subunit New England Medical Center, unpublished), gpl6020, 41"58] .
vaccine. Ideally, such epitopes would be recognized by indi-Generally, these T cell epitopes were identified by measuring viduals with a variety of genetic backgrounds, and would stim-T cell proliferation or target cell lysis in the presence of overulate both T helper (Th) Fig. 2A-C) .
Evaluation of the methods used by various research groups to identify putative T cell epitopes revealed extensive variability in the criteria used to determine immunogenicity. When the overlapping peptide method was used, the overlap of synthetic peptides ranged from 0 to 16 amino acid residues. The number of subjects recruited for in vitro testing of putative epitopes ranged from 1 to 23 (Table 6 bThe weighted mean percent sensitivity = (sum of the sensitivity for each protein X the length of the protein, in amino acid residues)/(the sum of the lengths of the proteins, in amino acid residues). 
